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[Auk, Vol. 112 tory traits characteristic of a generalist. They are omnivorous and once occupied all habitats on Guam except wetlands (Jenkins 1979 ). They also have high fecundity; females reach early sexual maturity (three to four months of age) and are able to produce up to five clutches per year (three to five eggs per clutch) in captivity (Jenkins 1979 , Derrickson 1995 . The rails were once common on Guam (Jenkins 1979 (Jenkins , 1983 
RESULTS
Guam Rails.--Allozyme data indicated that Guam Rails had levels of genetic diversity similar to those of the other rails; no genetic diversity had been lost between founders and the subsequent population (Table 3) . Among founders, 4 of 26 presumptive loci were polymorphic (Table 4) . Allele frequencies among founders was not significantly different from HardyWeinberg predictions, however, nonfounders and the total population deviated significantly for two of the three polymorphic alleles (Table  5) Interspecific comparisons indicate that among the five rail species sampled, 18 of 36 presumptive loci were polymorphic (Table 2 and (Tables 2 and  7) . Conversely, DNA profiles were variable for all kingfishers (Table 7) . The mean similarity among Micronesian Kingfisher founders was slightly higher than the nonendangered kingfishers. There was no difference in similarity between founders and nonfounders for Micronesian Kingfishers. Alleles unique to each species were found in three of the four species at the following loci: for Micronesian Kingfishers, CK (B), HGB (B), hamper current conservation efforts to return these species to viable wild populations. Despite careful breeding plans that reduce matings among relatives and maximize retention of expected heterozygosity (Haig et al. 1990 ), DNA profiles and pedigree analyses both indicate that Guam Rails have lost some genetic diversity in the short time since they have been in captivity (Haig et al. 1990 (Haig et al. , 1994 Among kingfishers, the similar genetic distances among Halcyon congenors for DNA and allozyme data reflect results from an allozyme study by Knox (1980) . He evaluated the hypothesis proposed by Fry (1980) that there was a close relationship among Woodland, Whitethroated and Black-capped kingfishers relative to six other Afrotropical Halcyon species. A future study should more extensively sample these and less-closely related kingfisher species to further examine these relationships.
MPI (B), PEPGL (C), PEPPAP (A), PGD (D),

PGM-1 (B), and PRO-3 (B); for Woodland Kingfishers, EST-1 (B), GPI (B), HGB (C), IDH (B), PEPGL (D), PEPPAP (B), and PGM-1 (C); and for White-throated Kingfishers, CK (B), and PEPPAP (A).
Conclusions.--Our study illustrates how expectations of low genetic diversity in island species are difficult to assess. Interpretation of results may vary depending on a species' life history, the number and types of genetic techniques employed, and sampling intensity. The surprising paucity of genetic data for birds that naturally occur on islands makes comparison with other species difficult. In Guam Rails and Micronesian Kingfishers, there no longer are opportunities for gene flow from other populations. Thus, quantification and conservation of their current genetic diversity is critical. If suitable habitat in the wild can be found, this bottleneck may be short-lived and their respective effective population sizes may begin to recover. Certainly, other factors in addition to genetic diversity must be considered in recovering these species. However, if our genetic analyses are indicative of the status of these species, the situation is precarious at best. 
